RESULT 2 
ABU37845 

ID ABU37845 st andard; protein; 389 AA. 

AC ABU37845; 

DT 15- J UN- 2007 (revised) 

DT 19- J UN- 2003 (f i rst ent ry) 

XX 

DE Protein encoded by Prokaryotic essential gene #23372. 
XX 

KW Ant i sense; prokaryotic essential gene; cell proliferation; drug design; 

KW BCND_PC; S- adenosyl rret hi oni ne synthetase; 

KW S- adenosyl rret hi oni ne synthetase [Neisseria meningitidis Z2491] ; rret K; 

KW putative S- adenosyl rret hi oni ne synthetase; 

KW putative S- adenosyl rret hi oni ne synthetase [Neisseria meningitidis Z2491] . 
XX 

C8 Nei sser i a rreni ngi t i di s. 
XX 

PN WC200277183- A2. 

PD 03- OCT- 2002. 

PF 21-M<\R-2002; 2002W> US0091 07. 

PR 21-IWR-2001; 2001 US- 0081 5242. 

PR 06- SEP- 2001; 2001 US- 00948993. 

PR 25- OCT- 2001; 2001 US- 0342923P. 

PR 08- FEB- 2002; 2002US- 00072851 . 

PR 06-M\R-2002; 2002US- 0362699P. 

PA ( ELI T- ) ELI TRA PHARM I NC. 
XX 

PI Wing L, Zarrudi o C, Ivbl one C, Hasel beck R, Chi sen KL, Zyski nd JW 

PI Will D, Trawick JD, Carr GJ, Yarramot o R, Forsyth RA, Xu HH; 
XX 

DR Wl ; 2003-029926/ 02. 

DR N-PSDB; ACA41715. 

DR PC: NCBI ; gi 15793647. 
XX 

PT New ant i sense nucleic acids, useful for identifying proteins or screening 

PT for horrol ogous nucleic acids required for cellular proliferation to 

PT isolate candidate rrol ecul es for rational drug discovery programs. 

PS G! ai m 25; SEQ I D NO 65769; 1766pp; English. 
XX 

CC The invention relates to an isolated nucleic acid corrprising any one of 

CC the 6213 ant i sense sequences given i n t he specification where expression 

CC of t he nucl ei c aci d i nhi bi t s pr ol i f er at i on of a eel I . AI so i ncl uded ar e: 

CC (1) a vector corrprising a promoter operably linked t o t he nucleic acid 

CC encoding a polypeptide whose expression is inhibited by the ant i sense 

CC nucleic acid; (2) a host cell containing the vector; (3) an isolated 

CC polypeptide or its fragrrent whose expression is inhibited by the 

CC ant i sense nucleic acid; (4) an antibody capable of specifically binding 

CC t he pol ypept i de; ( 5) pr oduci ng t he pol ypept i de; (6) i nhi bi t i ng eel I ul ar 

CC proliferation or the activity of a gene in an operon required for 

CC pr ol i f er at i on; (7) i dent i f yi ng a corrpound t hat i nf I uences t he act i vi t y of 

CC the gene product or that has an activity against a biological pathway 

CC required for proliferation, or that inhibits cellular proliferation; (8) 

CC identifying a gene required for cellular proliferation or the biological 

CC pathway i n whi ch a pr ol i f er at i on- r equi r ed gene or its gene product lies 

CC or a gene on which the test corrpound that inhibits proliferation of an 

CC or gani sm act s; (9) manufacturing an antibiotic; (10) profiling a 
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Unt i 1 1 ed 

CC conpound' s activity; (11) a culture corrprising strains in which the gene 

CC product is over expr essed or under expr essed; (12) deterrrining the extent 

CC t o whi ch each of t he st r ai ns is pr esent in a culture or col I ect i on of 

CC strains; or (13) identifying the target of a conpound that inhibits the 

CC proliferation of an organism The ant i sense nucleic acids are useful for 

CC identifying proteins or screening for horrol ogous nucleic acids required 

CC f or eel I ul ar pr ol i f er at i on to i sol at e candi dat e mol ecul es f or r at i onal 

CC drug discovery programs, or for screening horrol ogous nucleic acids 

CC required for proliferation in cells other than S. aureus, S. t yphi rrur i urn 

CC K. pneurroni ae or P. aeruginosa. The present sequence is encoded by one of 

CC the target prokaryotic essential genes. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic f or mat directly fromWPOat 

CC f t p. wi po. i nt / pub/ publ i shed_pct _sequences 
CC 

CC Revised record issued on 15- J UN- 2007 : Enhanced with precorrputed 

CC i nf or mat i on f r om BCND. 

XX 

SQ Sequence 389 AA; 

Query IVbt ch 99.2% Score 1986; DB 1; Length 389; 

Best Local Sirrilarity 99.0% Pred. No. 1 . 1 e- 1 88; 

IVatches 385; Conservative 1; M snatches 3; I ndel s 0; Gaps 0; 

IVBEYLFTSESVSEGHPDKVADQVSDAI LDAI LAQDPKARVAAETLVNTGLCVLAGEI TTT 60 

ACVDYI KVARETI KRI GYNSSELGFDANGCAVGVYYDCQ3PDI AQ3VNEGEGI DLNQ3AG 1 20 

m\ \im \u mmmmm mm \im ™ 

DGGLIVFGYACDETPTLIVPFAI YYSHRLM2FCSELRKDGRLPW.RPDAKAQLTWYDSETG 180 

KVKRI DTWLSTQHDPSI AYEELKNAVI EHI I KPVL PSEL LTDETKYL I NPTGRFVI GGP 240 

I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
KVKRI DTWLSTQHDPSVGYEEL KNAVI EQ I KPVL PSEL LTDETKYL I NPTGRFVI GGP 240 

GGDCGLTGRKI I VDTYGGAAPHGGGAFSGKDPSKVDRSAAYACRYVAKNI VAAGLATGCQ 300 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GGDCGLTGRKI I VDTYGGAAPHGGGAFSGKDPSKVDRSAAYACRYVAKNI VAAGLATGCQ 300 

I QVSYAI GVAEPTSI SI DTFGTGKI SEEKLI ALVREHFDLRPKGI VQVLDLLRPI YSKSA 360 

! U.LLM. UJ.LLLL! L! UWW LLUJ ! JmiM UlLbLLW W - 
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361 



361 AYGHFGREEPEFTV\ERTDKAAALRAAAGL 389 
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